
miRBase precursor : hsa-mir-1254-2
Total read count : 174
hsa-miR-1254 read count : 174
remaining reads : 0
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hsa-miR-1254

cugagccuggaagcuggagccugcagugagcuaugaucaugucccuguacucuagccugggca -3'5'- exp

....(((..(..(((((((..(((((.(..(.........)..))))))))))))))..))). reads mm sample

.ugaCccuggaagcuggagccugcagu.................................... 1 1 hsa

.ugagccuggaagcuggagccugcagu.................................... 1 0 hsa

..Aagccuggaagcuggagccu......................................... 1 1 hsa

..gagccuggaagcuggagccugc....................................... 1 0 hsa

..gagccuggaagcuggagccugU....................................... 1 1 hsa

..gagccuggaagcuggagcGugca...................................... 1 1 hsa

..gagccuggaagcuggagccugca...................................... 10 0 hsa

..gagccuggaagcuggaUccugca...................................... 1 1 hsa

..gagccuggaagcuggaUccugcag..................................... 1 1 hsa

..gagccuggaagcuggagccugcaU..................................... 4 1 hsa

..gagccuggaagcuggagccugcag..................................... 17 0 hsa

..gagccuggaagcuggagccugcaA..................................... 3 1 hsa

..Cagccuggaagcuggagccugcagu.................................... 1 1 hsa

..gagccuggaagcuggagccugcagu.................................... 21 0 hsa

..gagccuggaagcuggagccuUcagu.................................... 1 1 hsa

..gagccuggaagcuggCgccugcagu.................................... 1 1 hsa

..gagccuggaagcuggagccugcagA.................................... 1 1 hsa

..gagccuggaagcuggagccugcaUu.................................... 1 1 hsa

..gagccuggaagcuggagccugcaguU................................... 4 1 hsa

..gagccuggaagcuggagccugcagug................................... 3 0 hsa

..gagccuggaagcuggagccugcaguA................................... 1 1 hsa

..gagccuggaagcuggagccugcaguga.................................. 2 0 hsa

..gagccuggaagcuggagccugcagugU.................................. 6 1 hsa

..gagccuggaagcuggagccugcagugC.................................. 1 1 hsa

...agccuggaagcuggagccugca...................................... 2 0 hsa

...agccuggaaUcuggagccugcag..................................... 1 1 hsa

...agccuggaagcuggagccugcaA..................................... 1 1 hsa

...agccuggaagcuggagccugcGg..................................... 1 1 hsa

...agccuggaagcCggagccugcag..................................... 1 1 hsa

...agccuggaagcuggagccugcag..................................... 11 0 hsa

...agccuggaagcuggagcUugcagu.................................... 1 1 hsa

...agccuggaagcugAagccugcagu.................................... 1 1 hsa

...agccuggaagcuggagccugcagu.................................... 31 0 hsa

...agccuggaagcuggagccugcagA.................................... 2 1 hsa

...agccuggaagcuggagccugcagug................................... 6 0 hsa



cugagccuggaagcuggagccugcagugagcuaugaucaugucccuguacucuagccugggca

hsa-miR-1254

...agccuggaagcuggagccugcaguU................................... 1 1 hsa

...agccuggaagcuggagccugcaguA................................... 1 1 hsa

...agccuggaagcuggagccugcaguAa.................................. 2 1 hsa

...agccuggaagcuggagccugcaguga.................................. 6 0 hsa

...agccuggaagcuggagccugcagugU.................................. 20 1 hsa

......cuggaagcuggagccugcagu.................................... 1 0 hsa


