
miRBase precursor : hsa-mir-1255a
Total read count : 133
hsa-miR-1255a read count : 132
remaining reads : 1 5'AU
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hsa-miR-1255a
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..((((........((((((((((((((((((((((((((((..(((.((((((((...)))))))).)))..))))))))))))))))))))))))))))....)))).... reads mm sample

...........................aggaugagcaaagaaaguag.................................................................. 1 0 hsa

...........................aggaugagcaaagaaaguaga................................................................. 3 0 hsa

...........................aggaugagcaaagaaaguagau................................................................ 21 0 hsa

...........................aggaugagcaaagaaaguaCau................................................................ 1 1 hsa

...........................aggaugagcaaagaaagGagauu............................................................... 1 1 hsa

...........................aggaugagcaaagaaaUuagauu............................................................... 1 1 hsa

...........................aggauAagcaaagaaaguagauu............................................................... 1 1 hsa

...........................aggaugagcaaagaaaguagauA............................................................... 4 1 hsa

...........................aggCugagcaaagaaaguagauu............................................................... 1 1 hsa

...........................aggaugagcaaagaaaguagauu............................................................... 93 0 hsa

...........................aggaGgagcaaagaaaguagauu............................................................... 1 1 hsa

...........................aggauUagcaaagaaaguagauu............................................................... 1 1 hsa

...........................aggaugagcaaagaaaguagauuA.............................................................. 1 1 hsa

...........................aggaugagcaaagaaaguagauuu.............................................................. 1 0 hsa

............................ggaugagcaaagaaaguagau................................................................ 1 0 hsa

..................................................................aacuaucuucuuugcucauccuu........................ 1 0 hsa


