
miRBase precursor : hsa-mir-1271
Total read count : 469
hsa-miR-1271-5p read count: 285
hsa-miR-1271-3p read count: 184
remaining reads : 184
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.............Acuuggcaccuagcaagcacuc................................................... 1 1 hsa

..............cuuggcaccuagcaagcac..................................................... 12 0 hsa

..............cuuggcaccAagcaagcac..................................................... 1 1 hsa

..............cuuggcaccuagcaagcacu.................................................... 9 0 hsa

..............cuuggcaccuagcaagcacuc................................................... 25 0 hsa

..............cuuggcaccCagcaagcacuc................................................... 1 1 hsa

..............cuuggcaccuagcaaUcacuca.................................................. 2 1 hsa

..............cuuggcaccGagcaagcacuca.................................................. 3 1 hsa

..............cuuggcaccuagcaagAacuca.................................................. 1 1 hsa

..............cuuggcCccuagcaagcacuca.................................................. 1 1 hsa

..............cuuggcaccuaCcaagcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacucC.................................................. 8 1 hsa

..............cuuggcaccuagcaUgcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacucU.................................................. 2 1 hsa

..............cuuggcaccuagcaagcacAca.................................................. 1 1 hsa

..............cuuggcaccuagcUagcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacuAa.................................................. 1 1 hsa

..............cuuggcaccuaUcaagcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacucG.................................................. 4 1 hsa

..............cuuggcaccuagcaagUacuca.................................................. 2 1 hsa

..............cuuggcaccuagcCagcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacuca.................................................. 181 0 hsa

..............cuuggcaccuagcaagcacucaA................................................. 11 1 hsa

..............cuuggcaccuagcaagcacucaU................................................. 4 1 hsa

..............cuuggcaccuagcaagcacucaUu................................................ 1 1 hsa

..............cuuggcaccuagcaagcacucaAu................................................ 1 1 hsa

...............uuggcaccuagcaagcacuca.................................................. 4 0 hsa

...............uugUcaccuagcaagcacuca.................................................. 1 1 hsa

...............uuggcacUuagcaagcacuca.................................................. 1 1 hsa

...............uuggcaccuagcaagcacucaC................................................. 1 1 hsa

................uggcaccuagcaagcacucU.................................................. 1 1 hsa

..................................................agugccugcuaugugcca.................. 6 0 hsa

..................................................agugccugcuaugugccag................. 9 0 hsa

..................................................agugccugcuaugugccagg................ 1 0 hsa
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..................................................agugccugcuaugugccaggc............... 1 0 hsa

..................................................agugccugcuaugugccaggca.............. 37 0 hsa

..................................................agugccugcuaugugUcaggca.............. 1 1 hsa

..................................................agugccugcuaCgugccaggca.............. 1 1 hsa

..................................................agugccugcuaugugccaggcUu............. 1 1 hsa

..................................................agugccugcuaugugccaggcaG............. 1 1 hsa

..................................................agugccugcuaugugccaggcau............. 1 0 hsa

..................................................agugccugcuaugugccaggcaA............. 114 1 hsa

..................................................agugccugcuaugugccaggcaAu............ 7 1 hsa

..................................................agugccugcuaugugccaggcaGu............ 1 1 hsa

..................................................agugccugcuaugugccaggcaCu............ 1 1 hsa

...................................................gugccugcuaugugccaggca.............. 1 0 hsa

...................................................gugccugcuaugugccaggcaA............. 1 1 hsa


