
miRBase precursor : hsa-mir-1273d
Total read count : 30
hsa-miR-1273d read count : 13
remaining reads : 17
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gaaucgcuugaacccaugagguugaggcugcagugagccaagaucgugccacugcacuucagccugggugacaagagcgaaacuuc -3'5'- exp
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.........gaacccaugagguugaggcugca...................................................... 1 0 hsa

.........gaacccauAagguugaggcugca...................................................... 1 1 hsa

.........gaacccaugagguugaggcugcag..................................................... 3 0 hsa

.........gaacccaugagguugaggcugcaU..................................................... 1 1 hsa

.........gaacccaugagguugaggcugcagu.................................................... 2 0 hsa

..........aacccaugagguugaggcugcagug................................................... 1 0 hsa

..............caGgagguugaggcugcagu.................................................... 1 1 hsa

...............aGgagguugaggcugcagugag................................................. 1 1 hsa

................Ggagguugaggcugcagugag................................................. 1 1 hsa

.................gagAuugaggcugcagugag................................................. 1 1 hsa

........................aggUugcagugagccaagaucgugc..................................... 1 1 hsa

.........................ggUugcagugagccaagaucg........................................ 1 1 hsa

.............................gcagugagccaagaucgug...................................... 1 0 hsa

.............................gcagugagccGagaucgugc..................................... 1 1 hsa

...............................agugagccaagaucgCgcc.................................... 1 1 hsa

.................................ugagccaagaucgugccac.................................. 1 0 hsa

...................................agccaagaucgugccacugcaUu............................ 1 1 hsa

....................................gccaUgaucgugccacug................................ 1 1 hsa

....................................gccaagaucgugccacugU............................... 1 1 hsa

.....................................ccaagaucgugccaUugc............................... 1 1 hsa

......................................cGagaucgugccacugca.............................. 1 1 hsa

.............................................gAgccacugcacuucagccuggg.................. 1 1 hsa

................................................ccacugcacuCcagccuggg.................. 1 1 hsa

............................................................agccugggGgacaagagcga...... 1 1 hsa

............................................................agccugggCgacaagagcgaa..... 1 1 hsa

.............................................................gccugggCgacaagagcga...... 1 1 hsa

..............................................................ccugUgugacaagagcgaaacu.. 1 1 hsa


