miRBase precursor : hsa-mir-1273f
Total read count 147
hsa-miR-1273f read count : 10
remaining reads 137
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hsa-miR-1273F

aggugggaggauugcuugagccugggagauggagguugcagugagcugagaucacgcaacugcacccccagccugggccauagagucaguccuugucuc

............................... gagguugCcagugagCUgagaUCG .. - - -« o o e e e e e e e e 4 1 hsa
................................ [ze[o[]UT oT=Te UTw =T (o1 F- T - 1 1 hsa
................................ aggUUQCagUGAgCUGAGJAUCG - - - - s o o o e e e e e e e e eea e 1 1 hsa
................................ agguUUQgCaguUgagCUGAJAUCGC . - -« w o o e e e e e e e e e e 1 1 hsa
.................................. [o VI8 eTox=Te 0o =T [l =T F- LU 1 1 hsa
................................... uugCcagugagCCgagauUC. - - - a e e e e e e ammmaaaaaaaaeeeeaaeeaaaaaaaaaaaaan 1 1 hsa



