
miRBase precursor : hsa-mir-1273g
Total read count : 17
hsa-miR-1273g-3p read count: 5
hsa-miR-1273g-5p read count: 1
remaining reads : 16
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gaggugggaggauugcuugagucagggugguugaggcugcaguaaguugugaucauaccacugcacuccagccugagugacagagcaagaccuugucuca -3'5'- exp
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gaggugggagAauugcuu.................................................................................. 1 1 hsa

gaggugggaggauCgcuug................................................................................. 1 1 hsa

gaggugggaggauugcCug................................................................................. 1 1 hsa

.aggugggaggauugcuug................................................................................. 1 0 hsa

.aggugggaggauugcuuga................................................................................ 1 0 hsa

..ggugggaggauugcuuga................................................................................ 2 0 hsa

..ggugggaggauugcuugag............................................................................... 1 0 hsa

..ggugggaggauugcuugagGca............................................................................ 1 1 hsa

........................gggAgguugaggcugcagu......................................................... 1 1 hsa

.........................................................ccacugcacuccagccugGg....................... 1 1 hsa

.........................................................ccacugcacuccagccugagC...................... 2 1 hsa

............................................................cugcacuccagccugagCgaca.................. 1 1 hsa

.............................................................ugcacuccagccugagCgaca.................. 1 1 hsa

...................................................................ccagccugGgugacagagcaa............ 1 1 hsa

.........................................................................ugGgugacagagcaagacc........ 1 1 hsa


