
miRBase precursor : hsa-mir-1285-2
Total read count : 177
hsa-miR-1285-3p read count: 176
remaining reads : 1
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hsa-miR-1285-3p

uuugggaggccgaggcuggugcaucacuugagcccagcaauuugagaccaaucugggcaacaaagugagaccuccgucucuacaaaga -3'5'- exp

((((((((((.((((........((((((..((((((....(((....))).))))))....))))))..)))).)))))).)))).. reads mm sample

uuugggaggccgaggcGg...................................................................... 1 1 hsa

...................................................ucuAggcaacaaagugaga.................. 1 1 hsa

...................................................ucugggcaacaaagugaga.................. 5 0 hsa

...................................................ucugggcaacaaagugagac................. 4 0 hsa

...................................................ucugggcaacaaaUugagacc................ 1 1 hsa

...................................................ucugggcaacaaagugagacA................ 2 1 hsa

...................................................ucugggUaacaaagugagacc................ 1 1 hsa

...................................................ucugggcaacaaagugagGcc................ 1 1 hsa

...................................................ucugggcaacaaagugagacc................ 5 0 hsa

...................................................ucugggcaacaaagugagacU................ 1 1 hsa

...................................................ucugggcaacaaagugagaccu............... 45 0 hsa

...................................................ucugggAaacaaagugagaccu............... 1 1 hsa

...................................................ucugggcCacaaagugagaccu............... 2 1 hsa

...................................................ucuCggcaacaaagugagaccu............... 1 1 hsa

...................................................ucugggcaacaaagugagacAu............... 1 1 hsa

...................................................ucugggcaaAaaagugagaccu............... 1 1 hsa

...................................................ucugggcaacaaagugagacUu............... 1 1 hsa

...................................................ucugggcaacaCagugagaccu............... 1 1 hsa

...................................................ucugggcaacaaagugagaccuU.............. 36 1 hsa

...................................................ucugggcaacaaagugagaccuG.............. 5 1 hsa

...................................................ucugggcaacaaagugagaccuA.............. 53 1 hsa

...................................................ucugggcaacaaagugagaccucU............. 2 1 hsa

....................................................cugggUaacaaagugaga.................. 1 1 hsa

....................................................cugggcaacaaagugagaccu............... 1 0 hsa

....................................................cugggcaacaaagugagaccuU.............. 2 1 hsa

....................................................cugggcaacaaagugagaccuA.............. 1 1 hsa

.....................................................ugggcaacaGagugagac................. 1 1 hsa


