
miRBase precursor : hsa-mir-1287
Total read count : 471
hsa-miR-1287 read count : 471
remaining reads : 0
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hsa-miR-1287

guugugcuguccaggugcuggaucagugguucgagucugagccuuuaaaagccacucuagccacagaugcagugauuggagccaugacaa -3'5'- exp

((..((...(((((..((((.(((.((((((.((((..(.((........))))))).)))))).))).))))..)))))..))..)).. reads mm sample

..............Cugcuggaucagugguucgagu...................................................... 1 1 hsa

...............ugcuggaucagugguucga........................................................ 4 0 hsa

...............ugcugCaucagugguucga........................................................ 1 1 hsa

...............ugcuggaucagugguucgaU....................................................... 1 1 hsa

...............ugcuggaucagugguucgag....................................................... 13 0 hsa

...............ugcuggCucagugguucgagu...................................................... 1 1 hsa

...............ugcuggaucagugguucgagu...................................................... 68 0 hsa

...............ugcuggaucagugguucgagA...................................................... 1 1 hsa

...............ugcuggaucagugguuUgagu...................................................... 1 1 hsa

...............ugcuggaucagugguAcgagu...................................................... 1 1 hsa

...............ugcuggaucCgugguucgagu...................................................... 1 1 hsa

...............uUcuggaucagugguucgaguc..................................................... 1 1 hsa

...............ugcuggaucagugguucgaguU..................................................... 3 1 hsa

...............ugcuggaucagugguucgaUuc..................................................... 1 1 hsa

...............ugcuggaucagugguucCaguc..................................................... 1 1 hsa

...............ugcuggaucagugguucgagCc..................................................... 1 1 hsa

...............ugcuggaucagugguucAaguc..................................................... 1 1 hsa

...............ugcuggaucagugguucgaguA..................................................... 3 1 hsa

...............ugcuggaucagugguucgUguc..................................................... 1 1 hsa

...............ugcuggaucCgugguucgaguc..................................................... 2 1 hsa

...............ugUuggaucagugguucgaguc..................................................... 1 1 hsa

...............ugAuggaucagugguucgaguc..................................................... 1 1 hsa

...............ugcuggaucUgugguucgaguc..................................................... 1 1 hsa

...............ugcuggaucagugguucgaguc..................................................... 200 0 hsa

...............ugcuggaucagugguucUaguc..................................................... 2 1 hsa

...............ugcuggaucagugUuucgaguc..................................................... 2 1 hsa

...............ugcuggaucagugguucgagucC.................................................... 2 1 hsa

...............ugcuggaucagugguucgagucA.................................................... 111 1 hsa

...............ugcuggaucaguUguucgagucu.................................................... 1 1 hsa

...............ugcuggaucagugguucgagucu.................................................... 36 0 hsa

...............ugcuggaucagugguucgagucG.................................................... 2 1 hsa

...............ugcuggaucagugguucgaUucu.................................................... 1 1 hsa

...............ugcuggaucagugguucgaguAu.................................................... 1 1 hsa

...............ugcuggaucagugUuucgagucu.................................................... 1 1 hsa

...............ugcuggaucagugguucgagGcu.................................................... 1 1 hsa



guugugcuguccaggugcuggaucagugguucgagucugagccuuuaaaagccacucuagccacagaugcagugauuggagccaugacaa

hsa-miR-1287

...............ugcuggaucagugguucgCgucu.................................................... 1 1 hsa


