
miRBase precursor : hsa-mir-1292
Total read count : 57
hsa-miR-1292 read count : 57
remaining reads : 0
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..ugggaacggguucGggcagacg.......................................... 1 1 hsa

..ugggCacggguuccggcagacgc......................................... 1 1 hsa

..ugggaacggguuccggcagacgcu........................................ 6 0 hsa

..ugggaacAgguuccggcagacgcug....................................... 1 1 hsa

..ugggaacggguuccggcagacgcug....................................... 11 0 hsa

..ugggaacggguuccggcagacgcugU...................................... 4 1 hsa

..ugggaacggguuccggcagacgcuUa...................................... 1 1 hsa

..ugggaacggguuccggcagacgcuga...................................... 7 0 hsa

..ugggaacggguuccggcagacgcugaU..................................... 1 1 hsa

...gggaacggguuccggcagacgcu........................................ 1 0 hsa

...gggaacggguuccggcagacgcug....................................... 2 0 hsa

...gggaacggguuccggcagacgcugU...................................... 1 1 hsa

....ggaacggguuccggcagacgcug....................................... 1 0 hsa

.....gaacggguuccggcagacgcuga...................................... 7 0 hsa

.....gaacggguuccggcagaUgcuga...................................... 1 1 hsa

.....gaacggguuccggcagacgcugaU..................................... 1 1 hsa

.....gaacggguuccggcagacgcugaA..................................... 3 1 hsa

......aacggguuccggcagacgcug....................................... 1 0 hsa

......aacggguuccggcagacgcuga...................................... 1 0 hsa

......aacggguuccggcagacAcugag..................................... 1 1 hsa

......aacggguuccggcagacgcugaU..................................... 1 1 hsa

......aacggguuccggcagacgcugagU.................................... 1 1 hsa

......aacggguuccggcagacgcugaggu................................... 1 0 hsa

.......acggguuccggcagacgcugag..................................... 1 0 hsa


