
miRBase precursor : hsa-mir-132
Total read count : 232
hsa-miR-132-3p read count : 163
hsa-miR-132-5p read count : 66
remaining reads : 166
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.....................aaccguggcuuucgauuguu............................................................ 3 0 hsa

.....................aaccguggcuuucgauuguua........................................................... 8 0 hsa

.....................aaccguggUuuucgauuguua........................................................... 1 1 hsa

.....................aaUcguggcuuucgauuguua........................................................... 1 1 hsa

.....................aaccguggcuuucgauuguuacu......................................................... 1 0 hsa

.....................aaccguggcuuucgauuguuacGgu....................................................... 2 1 hsa

......................accguggcuuucgauuguuac.......................................................... 1 0 hsa

......................accguggcuuucgauuguuacu......................................................... 48 0 hsa

......................accguggcuuucgauuguGacu......................................................... 1 1 hsa

..........................................cugugggaacuggaggua......................................... 3 0 hsa

..........................................................uaacagucuacagccaugg........................ 1 0 hsa

..........................................................uaCcagucuacagccaugg........................ 1 1 hsa

..........................................................uaacagucuacagccauggu....................... 1 0 hsa

..........................................................uaacagucuacagccaugguc...................... 1 0 hsa

..........................................................uaacagucuacagccauggucg..................... 59 0 hsa

..........................................................uaacagucCacagccauggucg..................... 1 1 hsa

..........................................................uaacagucuacagccauggucU..................... 1 1 hsa

..........................................................uaacagAcuacagccauggucg..................... 1 1 hsa

..........................................................uaacagucuacagccauggucgU.................... 81 1 hsa

..........................................................uaacagucuacagccauggucgA.................... 3 1 hsa

..........................................................uaacagucuacagccauggucgG.................... 1 1 hsa

...........................................................aacagucuacagccauggucg..................... 3 0 hsa

...........................................................aacagucuacagccauggucgU.................... 6 1 hsa

............................................................acagucuacagccauggucgU.................... 3 1 hsa


