
miRBase precursor : hsa-mir-19b-2
Total read count : 375
hsa-miR-19b-3p read count : 375
hsa-miR-19b-2-5p read count: 0
remaining reads : 0 5'A C A U U
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............................................................Augugcaaauccaugcaaaacug............. 1 1 hsa

.............................................................ugugcaaauccaugcaaaa................ 2 0 hsa

.............................................................uguAcaaauccaugcaaaa................ 1 1 hsa

.............................................................ugugcaaauccaugcaaaac............... 2 0 hsa

.............................................................ugugcaaauccaugcaaaacu.............. 22 0 hsa

.............................................................ugugcaaauccauUcaaaacu.............. 1 1 hsa

.............................................................ugugcaaaucUaugcaaaacu.............. 1 1 hsa

.............................................................ugugcaaauccaugcaaaacug............. 58 0 hsa

.............................................................ugugcaaauccaugcaaaCcug............. 1 1 hsa

.............................................................Cgugcaaauccaugcaaaacug............. 1 1 hsa

.............................................................ugugcaaCuccaugcaaaacug............. 1 1 hsa

.............................................................ugugcaaauccaugUaaaacug............. 1 1 hsa

.............................................................ugugcaaauccaugcCaaacug............. 1 1 hsa

.............................................................ugugcaCauccaugcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauAcaugcaaaacuga............ 2 1 hsa

.............................................................ugugcaaauccaugAaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccaugcaaaGcuga............ 1 1 hsa

.............................................................ugugcaaauccaugcCaaacuga............ 1 1 hsa

.............................................................ugugcaaauccauAcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccauUcaaaacuga............ 2 1 hsa

.............................................................uguUcaaauccaugcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccaugcaaaacuCa............ 1 1 hsa

.............................................................ugugcaaauccaugcaGaacuga............ 1 1 hsa

.............................................................ugugcaaauUcaugcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccaugcaaaacuUa............ 1 1 hsa

.............................................................ugugcaaauccaugcaaaacugU............ 9 1 hsa

.............................................................ugugcaaauccaugcaaaacuga............ 246 0 hsa

.............................................................ugugcaaauccaugcaaaCcuga............ 2 1 hsa

.............................................................ugugcaaaucUaugcaaaacuga............ 5 1 hsa

.............................................................ugugcaaCuccaugcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccCugcaaaacuga............ 1 1 hsa

.............................................................ugugcaaauccaugcaaaacugau........... 2 0 hsa

.............................................................ugugcaaauccaugcaaaacugaA........... 1 1 hsa

..............................................................gugcaaauccaugcaaaacugU............ 1 1 hsa
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