
miRBase precursor : hsa-mir-215
Total read count : 494
hsa-miR-215 read count : 494
remaining reads : 0
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..........................Cugaccuaugaauugaca.................................................................. 1 1 hsa

..........................Cugaccuaugaauugacag................................................................. 5 1 hsa

..........................augaccuaugaauugacaga................................................................ 1 0 hsa

..........................augaccuaugaauugacagac............................................................... 3 0 hsa

..........................Cugaccuaugaauugacagac............................................................... 2 1 hsa

..........................augaccuaugaauugacagCc............................................................... 2 1 hsa

..........................augaccuaugaauugacagCca.............................................................. 1 1 hsa

..........................augaccuaugaauugacagaca.............................................................. 16 0 hsa

..........................augaccuaugaauugacagacaa............................................................. 1 0 hsa

...........................ugaccuaugaauugacag................................................................. 1 0 hsa

...........................ugaccuaugaauugacagC................................................................ 9 1 hsa

...........................ugaccuaugaauugacagCc............................................................... 68 1 hsa

...........................ugaccuaugaauugacagUc............................................................... 1 1 hsa

...........................ugaccuaugaauugacagac............................................................... 1 0 hsa

...........................ugaccuaugaauugacagCca.............................................................. 351 1 hsa

...........................ugaccuaugaauugacagaca.............................................................. 1 0 hsa

...........................ugaccuaugaauugacagacaG............................................................. 2 1 hsa

...........................ugaccuaugaauugacagCcaa............................................................. 24 1 hsa

...........................ugaccuaugaauugacagCcaau............................................................ 2 1 hsa

............................gaccuaugaauugacagCc............................................................... 1 1 hsa

............................gaccuaugaauugacagCca.............................................................. 1 1 hsa


