
miRBase precursor : hsa-mir-219-1
Total read count : 49
hsa-miR-219-1-3p read count: 33
hsa-miR-219-5p read count : 16
remaining reads : 33
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ccgccccgggccgcggcuccugauuguccaaacgcaauucucgagucuauggcuccggccgagaguugagucuggacgucccgagccgccgcccccaaaccucgagcggg -3'5'- exp
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....................ugauuguccaaacgcaauucu..................................................................... 1 0 hsa

....................ugauuguccaaacgcaauucuc.................................................................... 1 0 hsa

....................ugauuguccaaacgcaauucucg................................................................... 14 0 hsa

.............................................................agaguugagucuggacguccc............................ 3 0 hsa

.............................................................agaguugagucuggacUucccg........................... 1 1 hsa

.............................................................agaguugagucuggacgucccg........................... 20 0 hsa

.............................................................agaguugagucuggacgucccga.......................... 3 0 hsa

.............................................................agaUuugagucuggacgucccga.......................... 1 1 hsa

.............................................................agaguugagucuggacgucccgU.......................... 3 1 hsa

.............................................................agaguugagucuggacgucccgaA......................... 1 1 hsa

..............................................................gaguugagucuggacgucccg........................... 1 0 hsa


