
miRBase precursor : hsa-mir-2355
Total read count : 153
hsa-miR-2355-3p read count: 78
hsa-miR-2355-5p read count: 74
remaining reads : 79
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hsa-miR-2355-3p
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..........auccccagauacaauggac.......................................................... 1 0 hsa

..........auccccagauacaauggaca......................................................... 3 0 hsa

..........auccccagauacaauggaUa......................................................... 2 1 hsa

..........auUcccagauacaauggacaa........................................................ 1 1 hsa

..........auccccagauacaauggacaa........................................................ 7 0 hsa

..........auccccagauacaauggGcaau....................................................... 1 1 hsa

..........auccccagauacaauggacaau....................................................... 48 0 hsa

..........aCccccagauacaauggacaau....................................................... 1 1 hsa

..........auccccagauaUaauggacaau....................................................... 1 1 hsa

..........auccccagauacaauggacaaua...................................................... 4 0 hsa

..........auccccagauacaauggacaauaA..................................................... 1 1 hsa

..........auccccagauacaauggacaauau..................................................... 3 0 hsa

..........auccccagaAacaauggacaauau..................................................... 1 1 hsa

................................augcuauuauaaucguauggcUu................................ 1 1 hsa

....................................................cauuguccuugcuguuuggaga............. 3 0 hsa

....................................................cauuguccuugcuguuuggagau............ 3 0 hsa

....................................................cauuguccuugcuUuuuggagau............ 1 1 hsa

....................................................cauuguccuAgcuguuuggagau............ 1 1 hsa

.....................................................auuguccuugcCguuugga............... 1 1 hsa

.....................................................auuguccuugcuguuuggaga............. 8 0 hsa

.....................................................auuguccuugcuguuuggagau............ 32 0 hsa

.....................................................auuguccuugcuguuuggagaua........... 4 0 hsa

.....................................................auuguccuugcuguuuggagauU........... 1 1 hsa

.....................................................auuguccuugcuguuuggagauaa.......... 5 0 hsa

.....................................................auuguccuugcuguuuggagauaU.......... 3 1 hsa

......................................................uuguccuugcuguuuggaga............. 1 0 hsa

......................................................uuguccuugcuguuuggagaua........... 2 0 hsa

......................................................uuguccuugcuguuuggagauaa.......... 1 0 hsa

......................................................uuguccuugcuguuuggagauaU.......... 1 1 hsa

.......................................................uguccuugcuguuuggagau............ 3 0 hsa

.......................................................uguccuugcuguuuggagaua........... 4 0 hsa

.......................................................uguccuugcuguuuggagauaa.......... 4 0 hsa


