miRBase precursor : hsa-mir-26a-1
Total read count : 12895
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......... uucaaguaauccaggauagU. - . ..o i i i i i e e e e e eeeeeeeeaeeaeaeaaaaaaaan 1 1 hsa
......... UUAQAQUAAUCCAJYAUATY - - - - « = = = - = = @ m e e e mm e e e e ea e 1 1 hsa
......... UUCAAQUAAUCCAGYAUAGY - « -« = = e s o e oememmmamamomae e e e 43 0 hsa
22 1 hsa
2 1 hsa
1 1 hsa
1 1 hsa
1 1 hsa
1 1 hsa
1 1 hsa
2 1 hsa
1 1 hsa
1 1 hsa
2 1 hsa
1 1 hsa
1 1 hsa
1 1 hsa
3 1 hsa
1 1 hsa
210 0 hsa
1 1 hsa
1 1 hsa
1 1 hsa
3 1 hsa
7 1 hsa
13 1 hsa




hsa-miR-26a-5p
hsa-miR-26a-1-3p

guggccucguucaaguaauccaggauaggcugugcaggucccaaugggccuauucuugguuacuugcacggggacgc

......... uucaaguaauccaggaulggcu 1 1 hsa
......... uuAaaguaauccaggauaggcu 15 1 hsa
......... uucaaguaauccaggauaAgcu. . . 9 1 hsa
......... uucaagCaauccaggauaggcu 7 1 hsa
......... uucaaguaauccGggauaggcu 5 1 hsa
......... uucaaguaauccaggGuaggcu 3 1 hsa
......... uucaaguaauAcaggauaggcu 6 1 hsa
......... uCcaaguaauccaggauaggcu 9 1 hsa
......... uucaaguaauccUggauaggcu 1 1 hsa
......... uucaaguaauccagUauaggcu 28 1 hsa
......... uucaagualuccaggauaggcu 2 1 hsa
......... Gucaaguaauccaggauaggcu. . - 2 1 hsa
......... uucaaguaauccaggauaggcA 52 1 hsa
......... uucaaguaauccaggauCggcu 1 hsa
......... uucaaguaauccaAgauaggcu 6 1 hsa
......... uucaaguaauccagAauaggcu 14 1 hsa
......... uucaaguaauccaggauaggcC 13 1 hsa
......... uucaaguaGuccaggauaggcu 1 1 hsa
......... uucaaguaauccaggauagucu 59 1 hsa
......... uucaaCuaauccaggauaggcu 4 1 hsa
......... uucCaguaauccaggauaggcu 35 1 hsa
......... uucaaguaauccaggaAaggcu. . - 1 1 hsa
......... Aucaaguaauccaggauaggcu 4 1 hsa
......... uucGaguaauccaggauaggcu 7 1 hsa
......... uucaaguaaucUaggauaggcu 9 1 hsa
......... uucaaguaaAccaggauaggcu 6 1 hsa
......... uucaaguaauccaggauagCcu 6 1 hsa
......... uucaaguaauccaggUuaggcu 10 1 hsa
......... uucaaguaauccaggauaggGu 1 1 hsa
......... uucaaguaauccaggauaggAu 5 1 hsa
......... uucaaguaauccaggauaggcu. . - 6792 0 hsa
......... uucaaguaCuccaggauaggcu 1 1 hsa
......... uucaaguGauccaggauaggcu 1 1 hsa
......... uucaaguCauccaggauaggcu 15 1 hsa
......... uucaaguaauccaggauaugcu 42 1 hsa
......... uucaaguaauccaggaGaggcu 6 1 hsa
......... uucaaguaauccaggauaCgcu 4 1 hsa
......... uucaagGaauccaggauaggcu 4 1 hsa
......... uucaaguaaucGaggauaggcu 4 1 hsa
......... uucaaguaauccaggauagguu 8 1 hsa
......... Cucaaguaauccaggauaggcu. . . 4 1 hsa
......... uucaaAuaauccaggauaggcu 2 1 hsa
......... uucaaguaauccagCauaggcu 3 1 hsa
......... uAcaaguaauccaggauaggcu 15 1 hsa
......... uucaaguaaGccaggauaggcu 5 1 hsa
......... uucaaguaauccaggauGggcu 1 hsa
......... uuUaaguaauccaggauaggcu 20 1 hsa
......... uucaalUuaauccaggauaggcu 19 1 hsa
......... uucaaguaauccalgauaggcu 50 1 hsa
......... uucaaguaauGcaggauaggcu. - . 1 hsa
......... uucaaguaauccaggaCaggcu 5 1 hsa
......... uucaGguaauccaggauaggcu 1 hsa
......... uuGaaguaauccaggauaggcu 3 1 hsa
......... uucaaguaauccaggCuaggcu 18 1 hsa
......... uGcaaguaauccaggauaggcu 5 1 hsa
......... uucaaguaauccaggauaggcG 3 1 hsa
......... uucaCguaauccaggauaggcu 40 1 hsa
......... uucaaguaauUcaggauaggcu 13 1 hsa
......... uucalUguaauccaggauaggcu. - . 2 1 hsa
......... uucaaguaauccCggauaggcu. . . 1 hsa
......... uucaaguaauccaCgauaggcu 3 1 hsa
......... uucaaguaauccaggauaggcAg 1 hsa
......... uucaaguaauccaggauaggcuC 95 1 hsa
......... uucaaguaauccaggauaggCul. - . ..o it ieaeaececeiaaeaeaaa 1041 1 hsa
......... uucaaguaauccaggauaggCUA . . . . ..o i i i i e e e e e e eeeaeeeaaaaaaaaaaan 781 1 hsa
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