
miRBase precursor : hsa-mir-296
Total read count : 172
hsa-miR-296-3p read count : 107
hsa-miR-296-5p read count : 65
remaining reads : 107
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aggacccuuccagagggcccccccucaauccuguugugccuaauucagaggguuggguggaggcucuccugaagggcucu -3'5'- exp

((..((((((..(((((((.((.(((((((((.(((.........)))))))))))).)).)))))))..))))))..)) reads mm sample

............gagggcccccccucaauccuU............................................... 1 1 hsa

............gagggcccccccucaauccug............................................... 1 0 hsa

............gagggcUcccccucaauccugu.............................................. 2 1 hsa

............gagggcccccccucaauccugC.............................................. 2 1 hsa

............gaggUcccccccucaauccugu.............................................. 1 1 hsa

............gagggcccccccucaauccugu.............................................. 26 0 hsa

............gaggAcccccccucaauccugu.............................................. 1 1 hsa

............gagUgcccccccucaauccugu.............................................. 1 1 hsa

............gagggcccccccucaauccugA.............................................. 2 1 hsa

............gagggcccccccucaauUcugu.............................................. 1 1 hsa

............gagggcccccccucaauccuguu............................................. 1 0 hsa

.............agggcccccccucaauccugC.............................................. 1 1 hsa

.............agggccccUccucaauccugu.............................................. 1 1 hsa

.............agggcccccccucaauccugu.............................................. 22 0 hsa

.............aggUcccccccucaauccugu.............................................. 1 1 hsa

.............Ggggcccccccucaauccugu.............................................. 1 1 hsa

...............................................gagggCuggguggaggcu............... 1 1 hsa

...............................................gaggguuggguggagCcu............... 1 1 hsa

...............................................gCggguuggguggaggcu............... 1 1 hsa

...............................................gaggguuggguggaggcu............... 13 0 hsa

...............................................gaggguuggguggaggcuA.............. 12 1 hsa

...............................................gaggguuggguggaggcuc.............. 4 0 hsa

...............................................gaggguuggguggaggcuU.............. 4 1 hsa

...............................................gaggguuggguggaggcucu............. 1 0 hsa

...............................................gaggguuggguggaggcuAu............. 12 1 hsa

...............................................gaggguAggguggaggcucu............. 1 1 hsa

...............................................gaggguuggguggaggcucucc........... 6 0 hsa

...............................................gaggguuggguggaggcucuccC.......... 1 1 hsa

................................................agggGuggguggaggcuc.............. 1 1 hsa

................................................aggguuggguggaggcuA.............. 11 1 hsa

................................................aggguuggguggaggcuc.............. 3 0 hsa

................................................aggguuggguggaggcuU.............. 5 1 hsa

................................................aggguuggguggaggcuAu............. 25 1 hsa

................................................aggguuggguggaggcucu............. 3 0 hsa



aggacccuuccagagggcccccccucaauccuguugugccuaauucagaggguuggguggaggcucuccugaagggcucu

hsa-miR-296-5p

hsa-miR-296-3p

................................................aggguuggguggaggcucuccu.......... 1 0 hsa

................................................aggguuggguggaggcucuccuga........ 1 0 hsa


