miRBase precursor

: hsa-mir-3154

Total read count : 86
hsa-miR-3154 read count : 86 -
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..................................................... cagaaggggaguugggaA. ... ....eennn 1 1
..................................................... cagaaggggaguugggag- - -« - - -cea--- 1 0
..................................................... cagaaggggaguugggagcag. - « .- .. .. - 13 0
..................................................... Uagaaggggaguugggagcag.- - - - - - - - - - 1 1
..................................................... cagaagggAaguugggagcag. - - - -« - - - - 1
..................................................... cagaaggggaguugggagcagU. ........ 6 1
..................................................... cagaaggggaguugggagcaga. . . ... ... 44 0
..................................................... cagaaggggCguugggagcaga. - - - - - - - - 1 1
..................................................... cagaaggggaguugggagcagag. . - . . - . - 1 0
..................................................... cagaaggggaguugggagcagal. . ...... 3 1
..................................................... cagaaggggaguugggagcagaA. . .. .. .. 1 1
..................................................... cagCaggggaguugggagcagaga. - . . - . - 1 1
..................................................... cagaaggggaguugggagcagaAa. . .. ... 5 1
..................................................... cagaaggUgaguugggagcagaga. - - - - - - 1 1
..................................................... cagaaggggaguugggagcagagu. ... ... 2 1
...................................................... agaaggggaguugggageag. - - - -« - . - - 1 0
...................................................... agaaggggaguugggagcaga. - - - - .- - - 1 0
...................................................... agaaggggaguugggagcagaAa. . . ... . 1 1
...................................................... agaaggggaguugggagcagaga. - . - . - . 1 0
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