
miRBase precursor : hsa-mir-3159
Total read count : 19
hsa-miR-3159 read count : 2
remaining reads : 17
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hsa-miR-3159

ccaaaguccuaggauuacaagugucggccacgggcugggcacaguggcucacgccuguaaucccagcauuuugg -3'5'- exp

(((((((.((.((((((((.((((.((((((..((...))...)))))).)))).)))))))).)).))))))) reads mm sample

.caaaguccuGggauuaca....................................................... 1 1 hsa

.........uaggauuacaagugucUgcca............................................ 1 1 hsa

.........uaggauuacaagugucggccacU.......................................... 1 1 hsa

...............................gggcCgggcacaguggcu......................... 1 1 hsa

...............................Aggcugggcacaguggcu......................... 1 1 hsa

.................................gcugggcacagAggcuca....................... 1 1 hsa

.................................gcugggcGcaguggcuca....................... 1 1 hsa

.................................gcugggcacaguggcucacAccug................. 1 1 hsa

..................................cugggcGcaguggcucac...................... 1 1 hsa

..................................cugggcacaguggcucaUg..................... 1 1 hsa

...........................................guggcucacgccuguaaucccagcaCu.... 1 1 hsa

............................................uggcucaUgccuguaaucccagca...... 1 1 hsa

..............................................gcucacgccuguaaucccaA........ 1 1 hsa

..............................................gcucacgccuguaaucccagca...... 1 0 hsa

.................................................Uacgccuguaaucccagca...... 1 1 hsa

.................................................cacgccuguaaucccagcaCu.... 1 1 hsa

..................................................acgccuguaaucccagcaC..... 2 1 hsa

..................................................acgccuguaaucccagcauuuu.. 1 0 hsa


