
miRBase precursor : hsa-mir-329-2
Total read count : 451
hsa-miR-329 read count : 439
remaining reads : 12
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.............agagguuuucuggguuucuguu................................................. 1 0 hsa

.............agagguuuucuggguuucuguuuc............................................... 4 0 hsa

..............gagguuuucuggguuucuguuu................................................ 1 0 hsa

..............gagguuuucuggguuucuguuuc............................................... 5 0 hsa

..............gaggGuuucuggguuucuguuuc............................................... 1 1 hsa

..................................................aaacacaccugguuaaccuAuu............ 1 1 hsa

...................................................aacacaccugguuaaccuc.............. 2 0 hsa

...................................................aacacaccuUguuaaccucu............. 2 1 hsa

...................................................aacacaccugguuaaccucu............. 30 0 hsa

...................................................aacacaccugguuaaccucuA............ 15 1 hsa

...................................................aacacaccugguuaCccucuu............ 1 1 hsa

...................................................aacacaccugguuaaccucuu............ 90 0 hsa

...................................................aacacaccugguuaaUcucuu............ 1 1 hsa

...................................................aacacaccugguuaacGucuu............ 1 1 hsa

...................................................aacacaccugUuuaaccucuu............ 1 1 hsa

...................................................aacacaccugguuaaccucuC............ 4 1 hsa

...................................................aacacaccuCguuaaccucuu............ 1 1 hsa

...................................................aacacaccuUguuaaccucuu............ 1 1 hsa

...................................................aacacaccugguuaaccuAuu............ 1 1 hsa

...................................................aCcacaccugguuaaccucuu............ 3 1 hsa

...................................................aacacaccugguuaaccucuuA........... 53 1 hsa

...................................................aCcacaccugguuaaccucuuu........... 1 1 hsa

...................................................aacacacUugguuaaccucuuu........... 2 1 hsa

...................................................aacacaccugUuuaaccucuuu........... 1 1 hsa

...................................................aacacaccugguuaaccucuCu........... 11 1 hsa

...................................................aacacaccugguuaaccucGuu........... 1 1 hsa

...................................................aacacaccugguuaaccucuGu........... 3 1 hsa

...................................................Cacacaccugguuaaccucuuu........... 1 1 hsa

...................................................aacacaccugguuaaccucuuu........... 61 0 hsa

...................................................aacacaccugguuaacAucuuu........... 1 1 hsa

...................................................aacacaccugguuaaccuUuuu........... 2 1 hsa

...................................................aacacaccugguuaaccucuuC........... 4 1 hsa

...................................................aacacaccugguuaaccucuuG........... 3 1 hsa

...................................................aacacaccugguuaaccucuAu........... 43 1 hsa

...................................................aacacaccuUguuaaccucuuu........... 1 1 hsa



gugguaccugaagagagguuuucuggguuucuguuucuuuauugaggacgaaacacaccugguuaaccucuuuuccaguaucaa
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...................................................aacacaccugguuaaccucuuAu.......... 4 1 hsa

...................................................aacacaccugguuaaccucuuuG.......... 1 1 hsa

...................................................aacacaccugguuaaccucuuuA.......... 3 1 hsa

...................................................aacacaccugguuaaccucuuuu.......... 1 0 hsa

....................................................acacaccugguuaaccucu............. 1 0 hsa

....................................................acacaccugguuaaccucuu............ 3 0 hsa

....................................................acacaccugguuaaccucuA............ 1 1 hsa

....................................................acacaccugguuaaccucuuA........... 25 1 hsa

....................................................acacaccugguuaaccucuuC........... 1 1 hsa

....................................................acacaccugguuaaccucuAu........... 6 1 hsa

....................................................acacaccugguuaaccucuuu........... 6 0 hsa

....................................................acacaccugguuaaccucuuuA.......... 7 1 hsa

....................................................acacaccugguuaaccucuuuG.......... 1 1 hsa

....................................................acacaccugguuaaccucuAuu.......... 8 1 hsa

....................................................acacaccugguuaaccucuuGu.......... 1 1 hsa

....................................................acacaccugguuaaccucAuuu.......... 1 1 hsa

....................................................acacaccugguuaaccucuuuu.......... 8 0 hsa

....................................................acacaccugguuaaccucuuAu.......... 18 1 hsa

....................................................acacaccugguuaaccucuuuuG......... 1 1 hsa


