
miRBase precursor : hsa-mir-345
Total read count : 1608
hsa-miR-345-5p read count : 1567
hsa-miR-345-3p read count : 41
remaining reads : 41
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acccaaacccuaggucugcugacuccuaguccagggcucgugauggcuggugggcccugaacgaggggucuggaggccuggguuugaauaucgacagc -3'5'- exp

...(((((((.((((((.(.(((((((.((.(((((((((..(....)..))))))))).)).))))))).).)))))))))))))............ reads mm sample

.................gcugCcuccuaguccagg............................................................... 1 1 hsa

.................gcugacuccuaguccagg............................................................... 8 0 hsa

.................gcugCcuccuaguccaggg.............................................................. 1 1 hsa

.................gcugacuccuaguccagggc............................................................. 9 0 hsa

.................gcugUcuccuaguccagggc............................................................. 1 1 hsa

.................gcugacuccuagucUagggcu............................................................ 1 1 hsa

.................gcugacuccuaguccagggcG............................................................ 1 1 hsa

.................gcugacuccuaguccagggcA............................................................ 3 1 hsa

.................gcugacuccuagGccagggcu............................................................ 1 1 hsa

.................gcugacuccuaUuccagggcu............................................................ 1 1 hsa

.................gcugacuccuaguccagUgcu............................................................ 1 1 hsa

.................gUugacuccuaguccagggcu............................................................ 1 1 hsa

.................gcugacuccuaguccagggcu............................................................ 83 0 hsa

.................gcugacuccuaAuccagggcu............................................................ 1 1 hsa

.................gcugacuccuaguUcagggcu............................................................ 1 1 hsa

.................gcuUacuccuaguccagggcu............................................................ 1 1 hsa

.................gcugacuccuaCuccagggcuc........................................................... 1 1 hsa

.................gcugacuccuaguccagggcuA........................................................... 35 1 hsa

.................gcugacuccuaguccagggAuc........................................................... 1 1 hsa

.................gcugacuccuaguccaUggcuc........................................................... 3 1 hsa

.................gcugacuccuagucGagggcuc........................................................... 2 1 hsa

.................gcugacuccuagGccagggcuc........................................................... 1 1 hsa

.................gcugacuccuagCccagggcuc........................................................... 1 1 hsa

.................gcugacuccAaguccagggcuc........................................................... 1 1 hsa

.................gcugacuccuaguccaggUcuc........................................................... 1 1 hsa

.................gcugacuccuaguccagggcuc........................................................... 166 0 hsa

.................gcugacuccuaguccagUgcuc........................................................... 3 1 hsa

.................gcAgacuccuaguccagggcuc........................................................... 1 1 hsa

.................gcugacuccuaguccagggcuG........................................................... 4 1 hsa

.................gcugacuccuaguUcagggcuc........................................................... 1 1 hsa

.................gcugacuUcuaguccagggcuc........................................................... 1 1 hsa

.................gcugacuccuaguccagggcuU........................................................... 41 1 hsa

.................gcugCcuccuaguccagggcuc........................................................... 2 1 hsa

.................gcugacuccuaguccagggcucU.......................................................... 392 1 hsa



acccaaacccuaggucugcugacuccuaguccagggcucgugauggcuggugggcccugaacgaggggucuggaggccuggguuugaauaucgacagc
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.................gcugacuccuaguccagggcucg.......................................................... 15 0 hsa

.................gcugacuccuaguccagggcucC.......................................................... 12 1 hsa

.................gcugacuccuaguccagggcucA.......................................................... 598 1 hsa

.................gcugacuccuaguccagggcucgu......................................................... 3 0 hsa

.................gcugacuccuaguccagggcucCu......................................................... 2 1 hsa

.................gcugacuccuaguccagggcucUu......................................................... 42 1 hsa

.................gcugacuccuaguccagggcucgA......................................................... 10 1 hsa

.................gcCgacuccuaguccagggcucgu......................................................... 1 1 hsa

.................gcugacuccuaguccagggcucAu......................................................... 102 1 hsa

.................gcugacuccuaguccagggcucguA........................................................ 1 1 hsa

.................gcugacuccuaguccagggcucguU........................................................ 1 1 hsa

..................cugacuccuaguccagggcuc........................................................... 1 0 hsa

..................cugacuccuaguccagggcuG........................................................... 1 1 hsa

..................cugacuccuaguccagggcucA.......................................................... 1 1 hsa

...................ugacuccuaguccagUgcuc........................................................... 1 1 hsa

...................ugacuccuaguccagggcuU........................................................... 2 1 hsa

...................ugacuccuaguccagggcucU.......................................................... 1 1 hsa

.....................acuccuaguccagggcucAu......................................................... 1 1 hsa

.....................................................gcccugaacgaggggucugg......................... 1 0 hsa

.....................................................gcccugaacgaggggucugga........................ 3 0 hsa

.....................................................gcccugaacgaggggucuggU........................ 1 1 hsa

.....................................................gcccugaacgaggggucuggaA....................... 1 1 hsa

.....................................................gcccugaacgaggggucugUag....................... 2 1 hsa

.....................................................gcccugaacgaggggucuggag....................... 7 0 hsa

.....................................................gcccugaacgaggUgucuggag....................... 1 1 hsa

.....................................................gcccugaacgaggggucuggagA...................... 2 1 hsa

.....................................................gcccugaacgaggggucuggagU...................... 10 1 hsa

......................................................cccugaacgaggggucugUag....................... 1 1 hsa

......................................................cccugaacgaggggucuggag....................... 5 0 hsa

......................................................cccugaacgaggggucuggagU...................... 5 1 hsa

.......................................................ccugaacgaggggucuggagU...................... 1 1 hsa

.......................................................ccugaacgaggggucuggagA...................... 1 1 hsa


