
miRBase precursor : hsa-mir-3605
Total read count : 112
hsa-miR-3605-5p read count: 107
hsa-miR-3605-3p read count: 4
remaining reads : 5
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acuuuauacguguaauugugaugaggauggauagcaaggaagccgcucccaccugacccucacggccuccguguuaccuguccucuaggugggacgcucg -3'5'- exp

.........((((.........((((((((.(((((.(((.((((.................)))).))).))))).))))))))........))))... reads mm sample

..................ugaugaggauggauagcaaggaagcc........................................................ 1 0 hsa

...................gaugaggauggauagcaagga............................................................ 1 0 hsa

...................gaugaggauggauagcaaggaa........................................................... 1 0 hsa

...................gaugaggauggauagcaaggaag.......................................................... 7 0 hsa

...................gaugaggauggauagcaagUaag.......................................................... 1 1 hsa

...................gaugaggauggauagcaaggaaA.......................................................... 1 1 hsa

...................gaugaggaugUauagcaaggaagc......................................................... 1 1 hsa

...................gaugaggauggauagcaaggaagc......................................................... 21 0 hsa

...................gaugaggauggauagcaaUgaagc......................................................... 1 1 hsa

...................gaugaggauggauagcaaggaaCc......................................................... 1 1 hsa

...................Uaugaggauggauagcaaggaagc......................................................... 1 1 hsa

...................gaugaggauggauagcaaggaagcc........................................................ 12 0 hsa

...................gaugaggauggauagcaagUaagcc........................................................ 1 1 hsa

...................gCugaggauggauagcaaggaagcc........................................................ 1 1 hsa

...................gaugaggauggauagcaaggaaUcc........................................................ 1 1 hsa

....................augaggauggauagcaaggaag.......................................................... 1 0 hsa

....................augaUgauggauagcaaggaag.......................................................... 1 1 hsa

....................augaggauggauagcaaggaagc......................................................... 3 0 hsa

....................aAgaggauggauagcaaggaagc......................................................... 1 1 hsa

....................augaggauggauagcaaggaagU......................................................... 2 1 hsa

....................augaggauggauagcaaggaagcc........................................................ 5 0 hsa

....................augaggauggauagcaaggaagcA........................................................ 1 1 hsa

....................augaggauggauagcaaggaagccU....................................................... 1 1 hsa

.....................ugaggauggauagcaaggaag.......................................................... 3 0 hsa

.....................ugaggauggCuagcaaggaagc......................................................... 1 1 hsa

.....................ugaggauggauagcaaggaagc......................................................... 14 0 hsa

.....................ugaggauggauagcaaggaagcU........................................................ 1 1 hsa

.....................ugaggauggauagcaaggaagcA........................................................ 2 1 hsa

.....................ugaggauggauagcaaggaagcc........................................................ 14 0 hsa

.....................ugaggauggauagcaaggaagUc........................................................ 1 1 hsa

.....................ugaggauggauagcaaggaagccA....................................................... 1 1 hsa

.....................ugaggauggauagcaaggaagccU....................................................... 3 1 hsa

.......................aggauggauagcaaggaagcc........................................................ 1 0 hsa

.................................................................ccuccguguuaccuguccucuaA............ 1 1 hsa



acuuuauacguguaauugugaugaggauggauagcaaggaagccgcucccaccugacccucacggccuccguguuaccuguccucuaggugggacgcucg
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.................................................................ccuccguguuaccuguccucuag............ 1 0 hsa

.................................................................ccuccguguuaccuguccucuagA........... 1 1 hsa

..................................................................cuccguguuaccuguccucuagU........... 1 1 hsa


