
miRBase precursor : hsa-mir-383
Total read count : 335
hsa-miR-383 read count : 335
remaining reads : 0
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hsa-miR-383

cuccucagaucagaaggugauuguggcuuuggguggauauuaaucagccacagcacugccuggucagaaagag -3'5'- exp

(((.((.((((((..((((.((((((((...(((........)))))))))))))))..)))))).))..))) reads mm sample

.....cagaucagaaggugauugugg............................................... 2 0 hsa

.....cagaucagaaggugauuguggA.............................................. 1 1 hsa

.....cagaucagaaggugauuguggc.............................................. 1 0 hsa

.....cagaucagaaggugauuguggcA............................................. 2 1 hsa

.....cagaucagaaggugauuguggcu............................................. 8 0 hsa

.....cagaucagaaggugauuguggcuu............................................ 2 0 hsa

.....cagaucagaaggugauuguggcuA............................................ 2 1 hsa

.....cagaucagaaggugauuguggcuuu........................................... 1 0 hsa

.....cagaucagaaggugauuguggcuAu........................................... 1 1 hsa

......agaucagaaggugauugugg............................................... 2 0 hsa

......aAaucagaaggugauugugg............................................... 1 1 hsa

......agaucagaaggugauuguggA.............................................. 1 1 hsa

......agaucagaaggugauuUuggcu............................................. 1 1 hsa

......Ggaucagaaggugauuguggcu............................................. 1 1 hsa

......aUaucagaaggugauuguggcu............................................. 1 1 hsa

......agaucagaaggugCuuguggcu............................................. 1 1 hsa

......agaucagaaggugauuguggcu............................................. 210 0 hsa

......agaucagGaggugauuguggcu............................................. 1 1 hsa

......agaucagaaggugauugugUcu............................................. 2 1 hsa

......agaucagaaggGgauuguggcu............................................. 1 1 hsa

......agaucagaaggugauuguggcA............................................. 4 1 hsa

......agaucagaaggugauuguUgcu............................................. 1 1 hsa

......agaucagaaggAgauuguggcu............................................. 1 1 hsa

......agaucagaaggugauugCggcu............................................. 1 1 hsa

......agaucagaagguUauuguggcu............................................. 1 1 hsa

......agaucagaaggugaAuguggcu............................................. 1 1 hsa

......agaucagaagUugauuguggcu............................................. 4 1 hsa

......agaucagaaggugauuguggcuu............................................ 40 0 hsa

......agaucagaaggAgauuguggcuu............................................ 1 1 hsa

......agaucagaaggugauCguggcuu............................................ 1 1 hsa

......aUaucagaaggugauuguggcuu............................................ 1 1 hsa

......agaucagaaggugauuguggcuA............................................ 15 1 hsa

......agaucagaaggugauuguggcuuu........................................... 2 0 hsa

......agaucagaaggugauuguggcuAu........................................... 17 1 hsa

......agaucagaaggugauuguggcuuA........................................... 3 1 hsa



cuccucagaucagaaggugauuguggcuuuggguggauauuaaucagccacagcacugccuggucagaaagag

hsa-miR-383


