
miRBase precursor : hsa-mir-4459
Total read count : 47
hsa-miR-4459 read count : 0
remaining reads : 47
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acccaggaggcggaggagguggagguugcagugagccaagaucguggcacugacuccagccugggg -3'5'- exp

.((((((....((((..((((..((((((.....))...))))....))))..))))..)))))). reads mm sample

............Uaggagguggagguugcagu.................................. 1 1 hsa

............Caggagguggagguugcagug................................. 1 1 hsa

............Caggagguggagguugcagugagc.............................. 1 1 hsa

............Caggagguggagguugcagugagcc............................. 1 1 hsa

.............Gggagguggagguugcag................................... 1 1 hsa

.............aggagguggaggCugcagu.................................. 1 1 hsa

.............aggagguggUgguugcagug................................. 1 1 hsa

.............aggagguggaAguugcaguga................................ 1 1 hsa

.............aggagguggagguugcagugag............................... 1 0 hsa

.............aggagguggagguugcagugagcc............................. 1 0 hsa

..............ggaggCggagguugcagugag............................... 1 1 hsa

..............ggagguggagCuugcagugagcc............................. 1 1 hsa

..............ggagguggaAguugcagugagcc............................. 1 1 hsa

..............ggagguggagAuugcagugagcca............................ 1 1 hsa

...............gagguggagguugcagug................................. 1 0 hsa

...............gagCuggagguugcagug................................. 1 1 hsa

...............gaggCggagguugcagugagc.............................. 1 1 hsa

...............gagguggagguugcagugagc.............................. 1 0 hsa

...............gaggCggagguugcagugagcc............................. 1 1 hsa

................aggCggagguugcagugagcc............................. 1 1 hsa

................agguggagguugcagugagcUa............................ 1 1 hsa

................aggCggagguugcagugagcca............................ 1 1 hsa

.................gguggagguugUagugag............................... 1 1 hsa

..................gCggagguugcagugagcc............................. 1 1 hsa

..................gCggagguugcagugagccaa........................... 4 1 hsa

..................guggaAguugcagugagccaagauc....................... 1 1 hsa

...................Cggagguugcagugagcc............................. 1 1 hsa

....................Agagguugcagugagcca............................ 1 1 hsa

.....................gagguugcagugagccaU........................... 1 1 hsa

.....................gagguugcagugagccaG........................... 1 1 hsa

.....................gagguugcagugagccGaga......................... 1 1 hsa

.....................gagguugcagugagccGagaucg...................... 1 1 hsa

.....................gagAuugcagugagccaagaucgug.................... 1 1 hsa

......................agguugcagugagccGaga......................... 1 1 hsa

......................agguugcagugagccGagaucg...................... 1 1 hsa



acccaggaggcggaggagguggagguugcagugagccaagaucguggcacugacuccagccugggg

hsa-miR-4459

......................agguugcagugagccaagaucgugC................... 1 1 hsa

.......................gguugcagugagccaagaucg...................... 1 0 hsa

.......................gguugcagugagccaagaucgCg.................... 1 1 hsa

........................guugcagugagccGagau........................ 1 1 hsa

.........................uugcagugagccGagauc....................... 1 1 hsa

.........................uugcagugagccGagaucg...................... 1 1 hsa

...........................gcagugagccaagaucgug.................... 1 0 hsa

..............................gugagccGagaucguggcacu............... 1 1 hsa

...............................ugagccaagaucgugCcac................ 1 1 hsa


