
miRBase precursor : hsa-mir-497
Total read count : 92
hsa-miR-497-5p read count : 92
hsa-miR-497-3p read count : 0
remaining reads : 0
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ccaccccgguccugcucccgccccagcagcacacugugguuuguacggcacuguggccacguccaaaccacacugugguguuagagcgagggugggggaggcaccgccgagg -3'5'- exp
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.......................cagcagcacacugugguuuUu.................................................................... 4 1 hsa

.......................cagcagcacacugugguuugu.................................................................... 33 0 hsa

.......................cagcagcacUcugugguuugu.................................................................... 1 1 hsa

.......................cagcagcacacugugguuuUua................................................................... 1 1 hsa

.......................cagcaCcacacugugguuugua................................................................... 1 1 hsa

.......................cagcagcacacugugguuuguU................................................................... 1 1 hsa

.......................cagcagcacacugugguuugua................................................................... 40 0 hsa

.......................cagcagcacacugugguuuguaU.................................................................. 2 1 hsa

........................agcagcacacugugguuugu.................................................................... 1 0 hsa

........................agcagcacacugugguuugua................................................................... 5 0 hsa

........................agcagcacacugugguuuguac.................................................................. 1 0 hsa

........................agcagcacacugugguuuguaU.................................................................. 1 1 hsa

........................agcagcacacugugguuuguaA.................................................................. 1 1 hsa


