
miRBase precursor : hsa-mir-502
Total read count : 309
hsa-miR-502-3p read count : 307
hsa-miR-502-5p read count : 2
remaining reads : 307
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.............uaauccuugcuaucugggugcua.................................................. 1 0 hsa

..............aauccuugcuaucugggugcuagug............................................... 1 0 hsa

...................................................aaugcaccugggcaaggau................ 1 0 hsa

...................................................aaugcaccCgggcaaggau................ 3 1 hsa

...................................................aaugcaccugggcaagUau................ 1 1 hsa

...................................................aaugcaccugggcaaggauu............... 3 0 hsa

...................................................aaugcaccCgggcaaggauu............... 5 1 hsa

...................................................aaugcaccCgggcaaggauuc.............. 3 1 hsa

...................................................aaugcaccugggcaaggauuc.............. 3 0 hsa

...................................................aCugcaccugggcaaggauuca............. 1 1 hsa

...................................................aaugcaccugggcaaggauucU............. 8 1 hsa

...................................................aaugcaccugggcaaggauuca............. 33 0 hsa

...................................................aaugcaccCgggcaaggauuca............. 1 1 hsa

...................................................aaugcaccuUggcaaggauuca............. 3 1 hsa

...................................................aaugcaccuggUcaaggauuca............. 1 1 hsa

...................................................aaugcaccugggcaaggauucaU............ 1 1 hsa

...................................................aaugcaccugggcaaggauucag............ 32 0 hsa

...................................................aaugcaccugggcaaggauucUg............ 2 1 hsa

...................................................aaugcaccugggcaaggauucagU........... 15 1 hsa

...................................................aaugcaccugggcaaggauucaga........... 2 0 hsa

...................................................aaugcaccugggcaaggauucaAa........... 1 1 hsa

....................................................augcaccugggcaaggau................ 1 0 hsa

....................................................augcaccCgggcaaggauu............... 1 1 hsa

....................................................augcaccugggcaaggauA............... 1 1 hsa

....................................................augcCccugggcaaggauu............... 1 1 hsa

....................................................augcaccugggcaaggauu............... 13 0 hsa

....................................................augcaccuggUcaaggauuc.............. 1 1 hsa

....................................................augcaccugggcaaggauuc.............. 16 0 hsa

....................................................auUcaccugggcaaggauuc.............. 1 1 hsa

....................................................Uugcaccugggcaaggauuca............. 1 1 hsa

....................................................augcaccugggcaaggauucU............. 98 1 hsa

....................................................augcaccugAgcaaggauuca............. 1 1 hsa

....................................................augcaccugggcaaggauuca............. 5 0 hsa

....................................................augcaccugggcaaggauucag............ 3 0 hsa



ugcucccccucucuaauccuugcuaucugggugcuagugcuggcucaaugcaaugcaccugggcaaggauucagagagggggagcu

hsa-miR-502-5p

hsa-miR-502-3p

....................................................augcaccugggcaaggauucUg............ 13 1 hsa

....................................................augcaccugggcaaggauucUga........... 26 1 hsa

....................................................augcaccugAgcaaggauucaga........... 1 1 hsa

....................................................augcaccugggcaaggauucaga........... 3 0 hsa

....................................................augcaccugggcaaggauucagaA.......... 2 1 hsa


