
miRBase precursor : hsa-mir-548aq
Total read count : 46
hsa-miR-548aq-3p read count: 27
hsa-miR-548aq-5p read count: 17
remaining reads : 29
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.aaaguaauugcGguuuuu....................................... 1 1 hsa

.aaaguaauugcGguuuuug...................................... 2 1 hsa

.aaaguaauugcGguuuuugc..................................... 5 1 hsa

.aaaguaauugcGguuuuugcc.................................... 6 1 hsa

.aaaguaauugcGguuuuugcca................................... 3 1 hsa

.................................uggcaaaaacCgcaauuacuu.... 1 1 hsa

.................................uggcaaaGacugcaauuacuuuu.. 1 1 hsa

...................................gcaaaaacugcaGuuacuuuug. 2 1 hsa

...................................gcaaaaacugcaauuacuuuug. 1 0 hsa

...................................gcaaaaacugcaauuacuuuugc 1 0 hsa

....................................caaaaacCgcaauuacuuuu.. 1 1 hsa

....................................caaaGacugcaauuacuuuug. 4 1 hsa

....................................caaaaacugcaGuuacuuuug. 1 1 hsa

....................................caaaaacugcaauuacuuuugA 1 1 hsa

....................................caaaaacugUaauuacuuuugc 1 1 hsa

....................................caaaGacugcaauuacuuuugc 9 1 hsa

.....................................aaaaacugcaauuacuuuug. 2 0 hsa

.....................................aaaGacugcaauuacuuuug. 1 1 hsa

.....................................aaaaacugcaGuuacuuuugc 1 1 hsa

.....................................aaaGacugcaauuacuuuugc 2 1 hsa


