
miRBase precursor : hsa-mir-548h-1
Total read count : 71
hsa-miR-548h-5p read count: 68
remaining reads : 3
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.................ugcaaaaguaauGgcgguuuuu............................................................... 1 1 hsa

..................gcaaaaguaauUgcgguuuuug.............................................................. 1 1 hsa

...................caaaaguaauUgcgguuuuu............................................................... 1 1 hsa

...................caaaagCaaucgcgguuuuu............................................................... 1 1 hsa

...................caaaagCaaucgcgguuuuug.............................................................. 12 1 hsa

...................caaaaguaaucgcgguuuuugu............................................................. 1 0 hsa

....................aaaaguaauUgcgguuuu................................................................ 2 1 hsa

....................aaaaguaauUgcgguuuuu............................................................... 2 1 hsa

....................aaaaguaauUgcgguuuuug.............................................................. 15 1 hsa

....................aaaagCaaucgcgguuuuug.............................................................. 1 1 hsa

....................aaaaguaaucgcgguuuuugu............................................................. 5 0 hsa

....................aaaaguaauUgcgguuuuugu............................................................. 1 1 hsa

....................aaaCguaaucgcgguuuuuguc............................................................ 1 1 hsa

....................aaaaguaaucgcgguuuuuguG............................................................ 1 1 hsa

....................aaaagCaaucgcgguuuuuguc............................................................ 1 1 hsa

....................aaaaguaaucgcgguuuuuguc............................................................ 11 0 hsa

....................aaaaguaaucgcgguuuuuAuc............................................................ 1 1 hsa

....................aaaaguaaucgAgguuuuuguc............................................................ 1 1 hsa

....................aaaaguaaucgUgguuuuuguc............................................................ 2 1 hsa

....................aaaaguaaucgcgguuuuuguca........................................................... 3 0 hsa

....................aaaaguaaucgUgguuuuuguca........................................................... 1 1 hsa

.....................aaaguaauUgcgguuuuu............................................................... 1 1 hsa

.....................aaaguaauUgcgguuuuug.............................................................. 2 1 hsa

.....................aaaguaaucgcgguuuuuguc............................................................ 1 0 hsa

.........................................................aaaaacugCaauuacuuuug......................... 2 1 hsa


