miRBase precursor : hsa-mir-566

Total read count 121
hsa-miR-566 read count  : 0
remaining reads 121 A
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......................................... [eL=Te e[e10 eTs [ o Toz=To[C1=To F- - N 1 1 hsa
.................................................. gcagGagaauCgCUUGAAC - « « =« - s v e ammeeaemeeae e n 1 1 hsa
.................................................. 0cagGagaaucygCuUUgAACC - « « -« - - v v e e i eeammmeae e m s 1 1 hsa
.................................................. gcagtagaaucygCuUUgAaCCC. - s v c v v e vemme e mmmmenns 1 1 hsa
.................................................. gcagGagaaucgCUUgAACCCY - - - -« v c e s e mammmaemmen 2 1 hsa
.................................................... ag6agaauCgCUUgaACCC - - v« o o s v e e e e e e e mn s 1 1 hsa
.................................................... agGagaaucgCuUgaAACCCY - v s v e v mammmm e e mmmnn s 1 1 hsa
...................................................... GagaaucgcuugaaccCgggaggC - « « = -« s v e m e - 1 1 hsa
........................................................ gaaulgcuugaacccgggagg- - - -« «acccmanonn- 1 1 hsa
.......................................................... aucgcuugaacclgggag. .« -« e s vcnanaannnn 1 1 hsa
.......................................................... aucgcuugaacccgggagglga. .. ..oviiiaann 1 1 hsa
............................................................ cgcuugaacccgggaggcgGag- - - - cv e ook 1 1 hsa
............................................................. gcuugaacccgggaggcA. . ..o e e o 1 1 hsa
............................................................. gcuugaacclgggaggcy. -« v v v v v v nwnnnn 1 1 hsa
............................................................. gcuugaacccgggaggcegtagguu - - ..o - . - 1 1 hsa
.............................................................. cuugaacccgggaggegCag. v - v e v nn - 1 1 hsa
........................................................................ ggaggcgGagguugcagugag - 1 1 hsa
......................................................................... gaggcgGagguugcagugagc 1 1 hsa



