
miRBase precursor : hsa-mir-589
Total read count : 212
hsa-miR-589-5p read count : 190
hsa-miR-589-3p read count : 22
remaining reads : 22
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.......................ugagaaccacgucugcuc.......................................................... 1 0 hsa

.......................ugagaaccacgucugcucug........................................................ 2 0 hsa

.......................ugagaaccacgucugcuUuga....................................................... 1 1 hsa

.......................ugagaaccacgucugcucugU....................................................... 1 1 hsa

.......................ugagaaccacguUugcucuga....................................................... 2 1 hsa

.......................ugagCaccacgucugcucuga....................................................... 2 1 hsa

.......................ugagaaccaAgucugcucuga....................................................... 1 1 hsa

.......................ugCgaaccacgucugcucuga....................................................... 1 1 hsa

.......................ugagaaccacgucugcucuga....................................................... 115 0 hsa

.......................ugagaaccaUgucugcucuga....................................................... 1 1 hsa

.......................ugagaaccacgucugcucugag...................................................... 8 0 hsa

.......................ugagaaccacgucugcucugaU...................................................... 3 1 hsa

.......................ugGgaaccacgucugcucugag...................................................... 1 1 hsa

.......................ugagaaccacgucugcucugaA...................................................... 6 1 hsa

.......................ugagaaccacgucugcucugagc..................................................... 34 0 hsa

.......................ugagaaccacguUugcucugagc..................................................... 1 1 hsa

.......................ugagaaccacgucugcucugagA..................................................... 2 1 hsa

.......................ugagaaccacAucugcucugagc..................................................... 1 1 hsa

.......................ugagaaccacUucugcucugagc..................................................... 1 1 hsa

.......................ugagaaccacgucAgcucugagc..................................................... 1 1 hsa

.......................ugagaaccacgucugcucugagcA.................................................... 4 1 hsa

........................gagaaccacgucugcucuga....................................................... 1 0 hsa

............................................................ucagaacaaaugccgguuccc.................. 1 0 hsa

............................................................ucagaacaaaugccCguuccca................. 1 1 hsa

............................................................ucagaacaaaugccgguuccca................. 7 0 hsa

............................................................ucagaacaaaugccgguucccaA................ 1 1 hsa

............................................................ucagaGcaaaugccgguucccaga............... 1 1 hsa

............................................................ucagaacaaaugccgguucccaga............... 6 0 hsa

............................................................ucagaacaaaugcUgguucccaga............... 1 1 hsa

..............................................................agaacaaaugccgguuccca................. 2 0 hsa

..............................................................agaacaaaugccgguucccag................ 1 0 hsa

..............................................................agaacaaaugccgguucccaga............... 1 0 hsa


