
miRBase precursor : hsa-mir-625
Total read count : 98
hsa-miR-625-3p read count : 55
hsa-miR-625-5p read count : 43
remaining reads : 55
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..............agggggaaaguucuauagucU.................................................. 1 1 hsa

..............agggggaaaguucuauagucc.................................................. 3 0 hsa

..............agggggCaaguucuauaguccu................................................. 1 1 hsa

..............agggggaaaguucuauaguccu................................................. 28 0 hsa

..............agggggGaaguucuauaguccu................................................. 1 1 hsa

..............agggggaaaguucuUuaguccu................................................. 1 1 hsa

..............agggggaaaguucuauaguccuU................................................ 3 1 hsa

..............agggggaaaguucuauaguccuA................................................ 2 1 hsa

..............agggggaaaguucuauaguccugu............................................... 1 0 hsa

..............agggggaaaguucuauaguccugA............................................... 2 1 hsa

...................................................gacuauGgaacuuucccccu.............. 1 1 hsa

...................................................gacuauagCacuuucccccuc............. 1 1 hsa

...................................................gacuauagaacuuucccccuc............. 3 0 hsa

...................................................gacuauagaacuuucccccuca............ 26 0 hsa

...................................................gacuauagaacuuucccccucau........... 2 0 hsa

...................................................gacuauagaacuuucccccucaA........... 12 1 hsa

...................................................gGcuauagaacuuucccccucau........... 1 1 hsa

...................................................gacuauagaacuuucccccucaAc.......... 1 1 hsa

....................................................acuauagaacuuucccccuca............ 6 0 hsa

....................................................acuGuagaacuuucccccucau........... 1 1 hsa

....................................................acuauagaacuuucccccucaAc.......... 1 1 hsa


