miRBase precursor : hsa-mir-668

Total read count 63
hsa-miR-668 read count  : 62
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hsa-miR-668
5" - gguaagugcgccucgggugagcaugcacuuaauguggguguaugucacucggcucggcccacuace  -3% exp
CCCC- CCC- CLLCCCLLCCC- CCCCCLLLC- - - =DM - DD D)) reads mm sample
-gUaagUQgCYCCUCHIOUOIAGCAUG - - -« =« =« x e m e e e mm e ema e e eae e 1 0 hsa
. .uaugucacucggcucggcccau. . . . 1 1 hsa
........................................ uaugucacucggcucggUccacu. . . 1 1 hsa
........................................ uaugucacucggcucggcccacu. . . 4 0 hsa
........................................ uaugucacucggcucggcccacua. . 3 0 hsa
........................................ uaugucacucggcucggcccacual. 1 1 hsa
......................................... augucacucggcucggcccac. . - - 1 0 hsa
......................................... augucacucUgcucggcccac. . - - 1 1 hsa
......................................... augucacucggcucggcccacu. . . 3 0 hsa
......................................... augucacucggcucggcccacua. - 3 0 hsa
......................................... augucacucggcuclUgcccacuac - 1 1 hsa
......................................... augucacucCgcucggcccacuac. 1 1 hsa
. .augucacucggcucggcccCcuac. 1 1 hsa
......................................... augucacucggcucggcccacual . 3 1 hsa
......................................... augucacucggcucggcccacuac . 5 0 hsa
......................................... augucacucggcucggcccacuaAc 1 1 hsa
......................................... augucacucggcucggcccacuacA 1 1 hsa
. .augucacucggcucggcccacuacc 13 0 hsa
......................................... augucacucggcucggcccacuacG 1 1 hsa
.......................................... ugucacucggcucggcecc. . - - - - 1 0 hsa
.......................................... ugucacucggculggeecac. . - . 1 1 hsa
.......................................... ugucacucggcucggcccacu. - . 2 0 hsa
.......................................... ugucacucggcucggcccaAu. . . 1 1 hsa
.......................................... ugucacucggcucggcccacua. . 1 0 hsa
.......................................... ugucacucggcucggcccacuac . 5 0 hsa
.......................................... ugucacucggcucggcccacuacc 6 0 hsa
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