
miRBase precursor : hsa-mir-671
Total read count : 160
hsa-miR-671-5p read count : 105
hsa-miR-671-3p read count : 54
remaining reads : 55
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gcaggugaacuggcaggccaggaagaggaggaagcccuggaggggcuggaggugauggauguuuuccuccgguucucagggcuccaccucuuucgggccguagagccagggcuggugc -3'5'- exp
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............................aggaagcccuggaggggAu....................................................................... 1 1 hsa

............................aggaagcccuggaggggcug...................................................................... 1 0 hsa

............................aggaagcccuggaggggcugg..................................................................... 1 0 hsa

............................aggaagcccuggaggggcugga.................................................................... 7 0 hsa

............................aggaagcccugCaggggcuggag................................................................... 1 1 hsa

............................aggaagcccuggaggggcuggag................................................................... 9 0 hsa

............................aggaagcccuggaggggcuggaA................................................................... 3 1 hsa

............................aggaagcccuggaggggcuggagU.................................................................. 11 1 hsa

............................aggaagcccuggaggggcuUgagg.................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggagA.................................................................. 4 1 hsa

............................aggaagcccuggaggggcugAagg.................................................................. 1 1 hsa

............................aggaagcccugAaggggcuggagg.................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggagg.................................................................. 47 0 hsa

............................aggaagcccAggaggggcuggagg.................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggUgg.................................................................. 1 1 hsa

............................aggaagUccuggaggggcuggagg.................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggaggu................................................................. 10 0 hsa

............................aggaagcccuggaggggcuggaggA................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggagguA................................................................ 2 1 hsa

............................aggaagcccuggaggggcuggagguU................................................................ 1 1 hsa

......................................ggaggggcuggaggugauggaugu........................................................ 1 0 hsa

..................................................................cuccgguucucagggcuccac............................... 1 0 hsa

..................................................................cuccgguucucagggcuccacc.............................. 4 0 hsa

..................................................................cuccgguucucagggcuccacU.............................. 1 1 hsa

..................................................................cuccgguucucagggcuccaccu............................. 1 0 hsa

...................................................................uccgguucucagggcucca................................ 3 0 hsa

...................................................................uccgguucucagggcuUca................................ 1 1 hsa

...................................................................uccgguucucaggUcuccac............................... 1 1 hsa

...................................................................uccgguucucagggcuccac............................... 2 0 hsa

...................................................................uccgguucucagggcuccaA............................... 1 1 hsa

...................................................................uccgguucucaUggcuccacc.............................. 1 1 hsa

...................................................................uccgguucucagggcuccacU.............................. 4 1 hsa

...................................................................uccgguucucagggcuccacA.............................. 2 1 hsa

...................................................................uccgguucucagggcuccacc.............................. 22 0 hsa



gcaggugaacuggcaggccaggaagaggaggaagcccuggaggggcuggaggugauggauguuuuccuccgguucucagggcuccaccucuuucgggccguagagccagggcuggugc
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...................................................................uccgguucucagggcuUcacc.............................. 1 1 hsa

...................................................................uccgguucucagggcuccaccA............................. 1 1 hsa

...................................................................uccgguucucagggcuccaccu............................. 4 0 hsa

...................................................................uccgguucucagggcuccaccuU............................ 2 1 hsa

...................................................................uccgguucucagggcuccaccuA............................ 1 1 hsa

...................................................................uccgguucucagggcuccaccuAu........................... 1 1 hsa


