
miRBase precursor : hsa-mir-758
Total read count : 139
hsa-miR-758 read count : 27
remaining reads : 112
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...............augguugaccaUagagcaca..................................................... 1 1 hsa

...............augguugaccagagagcaca..................................................... 1 0 hsa

...............augguugaccagagagcacac.................................................... 10 0 hsa

...............augguugaccagagagcaAacg................................................... 1 1 hsa

...............auggAugaccagagagcacacg................................................... 1 1 hsa

...............augguugacUagagagcacacg................................................... 1 1 hsa

...............augguugaccagaUagcacacg................................................... 1 1 hsa

...............augguugaccagagagcacacg................................................... 48 0 hsa

...............augguugaccagagagcacacA................................................... 1 1 hsa

...............augguugaccagagaCcacacg................................................... 1 1 hsa

...............auggGugaccagagagcacacg................................................... 1 1 hsa

...............augguugaccagagagcacacgA.................................................. 3 1 hsa

...............augguugaccagagagcacacgU.................................................. 2 1 hsa

................ugguugaccagagagcaca..................................................... 1 0 hsa

................ugguugaccagagagcacac.................................................... 1 0 hsa

................ugguuAaccagagagcacacg................................................... 1 1 hsa

................ugguugaccagagagcGcacg................................................... 1 1 hsa

................ugguugUccagagagcacacg................................................... 1 1 hsa

................ugguugaccagagagcaUacg................................................... 1 1 hsa

................ugguugaccagagagcacacg................................................... 33 0 hsa

................ugguugaccagagagcacacgU.................................................. 1 1 hsa

...................................................uuugugaccugguccacua.................. 1 0 hsa

...................................................uuugugaccugguccacuaa................. 4 0 hsa

...................................................uuugugaccugguccacuaac................ 9 0 hsa

...................................................uuugugaccugguccacuaaU................ 1 1 hsa

...................................................uuugugaccugguccacuaacA............... 3 1 hsa

...................................................uuugugaccugguccacuaacc............... 2 0 hsa

...................................................uuugugaccugguccacuaacU............... 5 1 hsa

...................................................uuugugaccugguccacuaaAc............... 1 1 hsa

...................................................uuugugaccugguccacuaaccc.............. 1 0 hsa


