
miRBase precursor : hsa-mir-766
Total read count : 93
hsa-miR-766-5p read count : 63
hsa-miR-766-3p read count : 29
remaining reads : 30 5'GCAUCCU
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gcauccucaggaccugggcuugggugguaggaggaauuggugcuggucuuucauuuuggauuugacuccagccccacagccucagccaccccagccaauugucauaggagc -3'5'- exp

((.((((...(((...((((.(((((((..((((...(((.(((((....(((.........)))..))))).)))...)))).))))))).))))....)))..)))))) reads mm sample

....ccucaggaccugggcuuggguggu................................................................................... 1 0 hsa

............................aggaggaauuggugcugguc............................................................... 2 0 hsa

............................aggaggaauuggugcuggucu.............................................................. 10 0 hsa

............................aggaggaauuggugcuggucuu............................................................. 21 0 hsa

............................aggaggaauugUugcuggucuu............................................................. 2 1 hsa

............................aggaggaauuggugcuggucuA............................................................. 1 1 hsa

............................aggaggaauuggugcuggGcuuu............................................................ 1 1 hsa

............................aggUggaauuggugcuggucuuu............................................................ 1 1 hsa

............................aggaggaauuggugcuggucuuA............................................................ 12 1 hsa

............................aggaggaauuggugcuggucuuu............................................................ 8 0 hsa

............................aggaggaauuggugcuggucuuuc........................................................... 4 0 hsa

............................aggaggaauuggugcuggucuuuca.......................................................... 1 0 hsa

................................................................acCccagccccacagccucag.......................... 1 1 hsa

................................................................acuccagccccacagccucag.......................... 5 0 hsa

................................................................acuccagccccacagccucagc......................... 12 0 hsa

................................................................acuccagccccacaUccucagc......................... 1 1 hsa

................................................................acuccagccccacagccucagU......................... 2 1 hsa

................................................................acuccagccccacagccucagcA........................ 3 1 hsa

................................................................acuccagccccacagccucagcU........................ 1 1 hsa

................................................................acuccagccccacagccucagcAa....................... 3 1 hsa

.................................................................cuccagccccacagccucagcAa....................... 1 1 hsa


