miRBase precursor

: hsa-mir-940

Total read count : 106
hsa-miR-940 :jead count :‘1102 - AG rGU GU
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5"- gugaggugugggcccggeccccaggagcggggccugggcagccccguguguugaggaaggaaggcagggcccccgeucceccgggecugaccccac -3¢ exp
CCC- CCC- CCCCCCCCe - - - - (S (O 2)-3-202000000)000)))-)))  reads mm sample
.................... [x=TeTo F=ToeXoToTo o o oTN T [ [o [X=To [ o o 1 0 hsa
.................... €aggagCygggCCAGUYCATCCC - - - w  c m e e e e m m e e m e e e e e e e e 1 1 hsa
.................... [ez=YeTeF=YeToTs oo o ol o1 e T fo  oF Ve o o o 1 0 hsa
.................... [Z=TeTsFoTo eXeToTo o ToToTNTs [ [o [x=To [ o o ol oL 1 0 hsa
.......................................................... gaaggcagggccececcgeucU. ..ol ao s 1 1 hsa
........................................................... aaggCaggygCCCCCYCUC. . - v e i v e mmma e s 1 0 hsa
........................................................... aaggcagggcCCCCgCUA. ..o i it a s 1 1 hsa
........................................................... aaggCcagyggCACCCYCUCC - - v v e s e v e e e w e e 1 1 hsa
........................................................... aaggCcagggCCCCCYCUCC. - v v i v e mnmma e m s 3 0 hsa
........................................................... aaggcagggCCCCCYCUCCC -« w v m e o e e e 9 0 hsa
........................................................... aaggcagggccCCCyCUCCCA. . . o vv i inaa - 2 1 hsa
........................................................... aaggcagggcccccgeuccCU. .nn i nina ot 1 1 hsa
........................................................... aaggcagggCCCCCYCUCCCC . - - c v mca e e e 25 0 hsa
........................................................... aaggcaggUCCCCCYCUCCCC. - - v ww e o w e e - 1 1 hsa
........................................................... aalgcagggccCCCygCUCCCC. m m v e nmmm e s 1 1 hsa
........................................................... aaggcagggcccccgeuccecU. oL s 42 1 hsa
........................................................... aaggcagggccCCCygCUCCCCA. - o vv i i maa 6 1 hsa
........................................................... aaggcagggcccccgeuccecgU. o in oo 2 1 hsa
........................................................... aaggcagggcCCCCygCUCCCCOA. Lo v v v nnnnnn 1 1 hsa
........................................................... aaggcagggccCcCCygCUCCCCg- - - v v m v mm - 3 0 hsa
........................................................... aaggcagggccccCcgCcuccCcgygg- « - v mvmv - - 1 0 hsa
........................................................... aaggcagggcccccgeucceeggU. .o 1 1 hsa



