
miRBase precursor : hsa-mir-941-1
Total read count : 797
hsa-miR-941 read count : 448
remaining reads : 349
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..............cacccggcugugugCacaugu.................................................................................. 2 1 hsa

..............cacccggcugugugCacaugug................................................................................. 13 1 hsa

..............cacccggcuguguggacaugugc................................................................................ 2 0 hsa

..............cacccggcugugugCacaugugc................................................................................ 327 1 hsa

..............cacccggcuguguggacaugugcU............................................................................... 1 1 hsa

...............acccggcugugugCacaugugc................................................................................ 2 1 hsa

.............................acaugugcccagggcccgggacagcg.............................................................. 2 0 hsa

.....................................................................gcacccggcugugugcacaugu.......................... 1 0 hsa

......................................................................cacccggcugugugcacaugu.......................... 2 0 hsa

......................................................................caccUggcugugugcacaugug......................... 1 1 hsa

......................................................................cacccggcugugugcacaugug......................... 13 0 hsa

......................................................................cacccggcuguguUcacaugug......................... 1 1 hsa

......................................................................cacccggcugugugcacauUugc........................ 10 1 hsa

......................................................................cacccgAcugugugcacaugugc........................ 1 1 hsa

......................................................................cacUcggcugugugcacaugugc........................ 2 1 hsa

......................................................................cacccCgcugugugcacaugugc........................ 1 1 hsa

......................................................................cacccggcugugugcacauguUc........................ 1 1 hsa

......................................................................cCcccggcugugugcacaugugc........................ 1 1 hsa

......................................................................cacccggcugugugcacaugugU........................ 16 1 hsa

......................................................................cacccggcugugugGacaugugc........................ 2 1 hsa

......................................................................cacccggcugugugcacaugugA........................ 1 1 hsa

......................................................................cacccggcuguAugcacaugugc........................ 1 1 hsa

......................................................................cacccggcugugugcacCugugc........................ 2 1 hsa

......................................................................cacccggcugugugcacauCugc........................ 2 1 hsa

......................................................................cacccggcuguguAcacaugugc........................ 2 1 hsa

......................................................................cacccggcuUugugcacaugugc........................ 5 1 hsa

......................................................................cacccggcuCugugcacaugugc........................ 1 1 hsa

......................................................................cacccggcugGgugcacaugugc........................ 1 1 hsa

......................................................................cacccggcuguguUcacaugugc........................ 5 1 hsa

......................................................................Uacccggcugugugcacaugugc........................ 2 1 hsa

......................................................................cacccggcugugugcacaugCgc........................ 1 1 hsa

......................................................................caccUggcugugugcacaugugc........................ 2 1 hsa

......................................................................cacccggcugugugcacaugGgc........................ 1 1 hsa

......................................................................cacccggcugugugcacaugAgc........................ 1 1 hsa

......................................................................cacccggcuguCugcacaugugc........................ 1 1 hsa



cacggaagaggacacacccggcuguguggacaugugcccagggcccgggacagcgccacggaagaggacgcacccggcugugugcacaugugcccagggcccgggacagcgccacgg
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......................................................................cacccggcuguUugcacaugugc........................ 8 1 hsa

......................................................................cacccggcugugAgcacaugugc........................ 1 1 hsa

......................................................................cacccggcugugugcacaugugc........................ 327 0 hsa

......................................................................Gacccggcugugugcacaugugc........................ 1 1 hsa

......................................................................cacccggAugugugcacaugugc........................ 1 1 hsa

......................................................................cacccggcugugugcCcaugugc........................ 2 1 hsa

......................................................................cacccggcugugugcacaugugcA....................... 11 1 hsa

......................................................................cacccggcugugugcacaugugcG....................... 1 1 hsa

......................................................................cacccggcugugugcacaugugcU....................... 14 1 hsa

.......................................................................acccggcugugugcacaugugc........................ 2 0 hsa

.....................................................................................acaugugcccagggcccgggacagcg...... 2 0 hsa


