miRBase precursor

Total read count

: hsa-mir-941-2
: 898

hsa-miR-941 read count  : 448

remaining reads

freq.
»
1 o

0.75%
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cacccggcugugulcacaugugc
caccUggcugugugcacaugugc
Gacccggeugugugcacauguge
cacccggcugugAgcacauguge

cacccggeculugugcacauguge.- -

cacccggcuguAugcacauguge
cacccggcugugugcacauguuc
cacccggeugugugcacaulugc
cacccCgeugugugcacaugugc

cacccggecugugugcacaugugu. .

cacccggeugugugcacaugCge
cacccggeugGgugcacauguge
cacccggcugulugcacaugugc
cacccggeugugugGacaugugc
cacccggeugugugcacauCugc
cCccecggeugugugcacauguge
cacccggeugugugcacaugGge
cacccggeugugugcacCugugc
cacccggcuguguAcacaugugc

cacccggeugugugcacaugAge. .

cacUcggcugugugcacaugugc
cacccggeugugugcCcauguge
cacccgAcugugugcacaugugce
cacccggeugugugcacaugugc

Uacccggecugugugcacaugugc. -
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cacggaagaggacgcacccggcugugugcacaugugcccagggcccgggacagcgccacggaagaggacgcacccggeugugugeacaugugceccagggeccgggacagcgecacgg

22 1 hsa

28 1 hsa

4 0 hsa

2 0 hsa

2 0 hsa

4 0 hsa

2 1 hsa

2 1 hsa

26 0 hsa

16 1 hsa

1 hsa

2 1 hsa

2 1 hsa

1 hsa

32 1 hsa

4 1 hsa

UacccggeugugugeacaugugC. - v c v e ce e eemm e e mmemen s 4 1 hsa
cacccggeugugugeacauCuge. v v v v v i nann 4 1 hsa
GacccggeuguguUgCaCaUgUOC: - - v v e o i we e e e e e e m s 2 1 hsa
cacccggcugugAgcacaugugc 2 1 hsa

. .cacccggecugugugcacaugugc 654 0 hsa
cacccggcugugugcacaugulc 2 1 hsa
cacccggeugugulcacauguge. v s e e ee e e me e e anana s 10 1 hsa
cacccggecugugugcacauluge. . oo v v v i 20 1 hsa
CacCCgACUgQUQUQYCACAUGUOC - - - v v o o cw e e e meme e emam m e 2 1 hsa
€acccggeugugugeacaugGye. v m v e iecmeme e e a e na s 2 1 hsa
cacccggeugugugcacaugAgC. v v v v v e 2 1 hsa
cacccggeugugugeacaugCygl. - v v v e i i ve i c i a s 2 1 hsa
cacccggeugugugcacaugugA. . . v e i e i e e e 2 1 hsa
cacccggeuCugugeacauguUgC. v v v v v e e e ennnnnnn 2 1 hsa
cacccggcugugugGacaugugc 4 1 hsa

. .cCccecggecugugugcacaugugc 2 1 hsa
cacUcggcugugugcacaugugc 4 1 hsa
cacccggculugugcacaugugc 10 1 hsa
cacccCgcugugugcacaugugc 2 1 hsa
cacccggcugugugcacCugugc 4 1 hsa

. .cacccggecugGgugcacaugugc 2 1 hsa
cacccggAugugugcacaugugc 2 1 hsa
cacccggeugugugeacaugugeG. e v e i 2 1 hsa
cacccggecugugugeacaugugCA . - .. e e i i i 22 1 hsa
cacccggeugugugcacaugugel. ..o n o e i i i i 28 1 hsa
....................................................................... accCcggeugUgUQCACAUGUOC - - - -« e e o oewm e mwme e e e 0 hsa
..................................................................................... acaugugcccagggcccgggacageg. . - . - . 2 0 hsa



