miRBase precursor

Total read count

: hsa-mir-941-3
: 898

hsa-miR-941 read count  : 448
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€accCcggeugUQUYCACAUGUOC - - -« v o e e e mmeme e memamm s 654 0 hsa
caclcggeugugugCacauguUOC: - - v e e o cweccmeea e eeanm s 4 1 hsa
cacccggcugugugcacaugGgc 2 1 hsa

. .cacclUggcugugugcacaugugc 1 hsa
cacccggcugugugcacaulugc 20 1 hsa
cacccggeugugugeacauCuge. v v s e e eeceeme e e aeana s 4 1 hsa
Uaccecggeugugugeacaugugl. - - a e c e e e e e e memaaaaannnx 4 1 hsa
caccecggeuguguucacauguyC. - v v e e o i we e c i e e e n s 10 1 hsa
cacccggeulugugeacauguge. v - v c v e eecmeme e e a e na s 10 1 hsa
cacccggeugugugeCcaugugC. v v v v v v e e 1 hsa
cacccggeuCugugeacauguUOC: - - v e e o cwe e e meea e e e m s 2 1 hsa
cacccggeugulugeacaugugC. v m v c v e e e cmeme e e a e nn s 16 1 hsa
cacccggecugugugcacaugugU. . ..o o i 32 1 hsa
cacccggcuguguAcacaugugc 4 1 hsa

. .cCccecggecugugugcacaugugc 2 1 hsa
cacccggcugugugcacaugCgc 2 1 hsa
cacccggcuguAugcacaugugc 2 1 hsa
cacccggcugugugcacaugAgc 2 1 hsa
cacccggcugugugcacCugugc 4 1 hsa

. .cacccggecugugugcacaugulc 2 1 hsa
cacccggcugugAgcacaugugc 2 1 hsa
cacccggeugugugeacaugugeG. e v e i 2 1 hsa
cacccggeugugugcacaugugCU. - .o i ne i i i e e 28 1 hsa
cacccggeugugugeacaugugeCA. - .. e o i e i e e e 22 1 hsa
....................................................................... accCcggeugUgUQCACAUGUOC - - - -« e e o oewm e mwme e e e 0 hsa
..................................................................................... acaugugcccagggcccgggacageg. . - . - . 2 0 hsa



